this PCR assay on type or reference strains of the three subspecies of S. gallolyticus and closely related species, including S. equinus and Streptococcus infantarius. As shown in Table 1 , the species-specific PCR product was only detected in the three subspecies, supporting the view of Schlegel et al. (6) that these subspecies forms a distinct single taxon at the species level.
Most, if not all, of the strains belonging to S. gallolyticus are able to decarboxylate gallate as well as produce tannase, by which a hydrolyzable tannin (i.e., gallotannin) is hydrolyzed to release gallic acid, which is subsequently decarboxylated to pyrogallol (3) . Recently, Chamkha et al. (1) demonstrated that S. gallolyticus ACM 3611
T also decarboxylated other aromatic compounds, including protocatechuic acid, p-coumaric acid, caffeic acid, and ferulic acid. In this context, we examined the metabolism of these phenolic acids by type strains of the three subspecies of S. gallolyticus, their respective reference strains, and closely related species, including S. equinus and S. infantarius. Tannase and gallate-decarboxylating activities of the strains were determined by the methodology described previously (3). Metabolism of protocatechuic, p-coumaric, caffeic, and ferulic acids by the strains were detected spectrophoto- Our results showed that all S. gallolyticus strains tested, inclusive of the three subspecies strains, decarboxylated p-coumaric acid and caffeic acid, while the closely related species did not decarboxylate any of the substrates (Table 1) . It should also be noted that the strains belonging to S. gallolyticus subsp. macedonicus did not decarboxylate either protocatechuic acid or ferulic acid, which may prove to be useful phenotypic characteristics for identification at the subspecies level.
